data reports
In the crystal (Fig. 2) , the molecules are linked into a ribbon structure running along [101] via three predominant C-HÁ Á ÁO hydrogen bonds and a C-HÁ Á Á interaction (C3-H3Á Á ÁO10
i , C22-H22Á Á ÁO3 i , C36-H36Á Á ÁO12 iii and C11-H11Á Á ÁCg5; symmetry codes as in Table 1 ; Cg5 is the centroid of the C30-C35 benzene ring). The ribbons are further linked by other weak C-HÁ Á ÁO and C-HÁ Á Á interactions (C18-H18Á Á ÁO6
ii , C32-H32Á Á ÁO9 ii and C26-H26Á Á ÁCg3 iv ; Table 1 ; Cg3 is the centroid of the C16-C21 benzene ring).
Synthesis and crystallization
A mixture of phthaloyl chloride (0.5 g, 0.0025 mol), 2-hydroxybenzaldehyde (0.61 g, 0.005 mol) and triethylamine (0.5 g, 0.005 mol) in dioxane (20 ml) was stirred for a few minutes. The solid amine salt (Et 3 NÁHCl) was separated by filtration and the filtrate was refluxed for 30 min. On cooling, good quality crystals of the title compound were obtained, filtered and dried (0.9 g, 92%).
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . The crystal studied was a nonmerohedral twin [twin law (0.986 À 0.073 À 0.008, 0.323 1.036 0.148, À0.121 À 0.102 0.942)], the refined ratio of the two domains being 0.937 (4) and 0.063 (4). Table 1 Hydrogen-bond geometry (Å , ).
Cg3 and Cg5 are the centroids of the C16-C21 and C30-C35 benzene rings, respectively. Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 1; (ii) x þ 1; y; z; (iii) Àx; Ày þ 1; Àz; (iv) Àx þ 1; Ày þ 1; Àz. Computer programs: APEX3 and SAINT (Bruker, 2016) , SHELXT2014 (Sheldrick, 2015a) , SHELXL2018 (Sheldrick, 2015b) , ORTEP-3 for Windows and WinGX (Farrugia, 2012) and PLATON (Spek, 2015) .
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Figure 1
The asymmetric unit of the title compound with labeling scheme and 50% probability ellipsoids. The C-HÁ Á Á interaction is shown as a dashed line.
Figure 2
A packing diagram viewed along the a axis, showing the C-HÁ Á ÁO hydrogen bonds (dashed lines). Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Symmetry codes: (i) −x+1, −y+1, −z+1; (ii) x+1, y, z; (iii) −x, −y+1, −z; (iv) −x+1, −y+1, −z.
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